Tab. 4. U-Pb (SHRIMP) detrital-zircon ages from the post-Tournaisian assemblage. Common Pb corrected using measured 204Pb. Errors are 1-sigma, Pbc and Pb* indicate the common and radiogenic portions respectively.
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	B - Hrádok Fm. (LA - 81);  Error in Standard calibration was 0.61%
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	378
	60
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	0.057
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	+6
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	13.1
	0.41
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	0.77
	356
	6.8
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	0.053
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	0.412
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	0.057
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	0.642

	14.1
	0.19
	555
	398
	27.7
	0.74
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	0.058
	2.0
	-2
	0.544

	15.1
	0.35
	325
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	0.52
	344
	6.8
	403
	81
	0.055
	3.60
	0.414
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	0.055
	2.0
	+17
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	16.1
	0.15
	710
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	34.3
	1.07
	353
	6.8
	327
	40
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	0.411
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	0.056
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	-7
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	0.09
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	1.05
	348
	6.7
	327
	40
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	0.404
	2.7
	0.055
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	-6
	0.746

	17.2
	0.08
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	80.1
	0.95
	365
	7
	355
	27
	0.054
	1.20
	0.431
	2.3
	0.058
	2.0
	-3
	0.851

	18.1
	0.44
	368
	221
	17.9
	0.62
	354
	7
	356
	83
	0.054
	3.70
	0.417
	4.2
	0.056
	2.0
	+1
	0.482

	19.1
	0.31
	713
	868
	36.6
	1.26
	373
	7.2
	342
	51
	0.053
	2.20
	0.438
	3.0
	0.060
	2.0
	-8
	0.661

	20.1
	0.29
	478
	259
	24.4
	0.56
	371
	7.2
	381
	74
	0.054
	3.30
	0.443
	3.8
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	2.0
	+3
	0.522
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	0.43
	131
	105
	6.18
	0.83
	344
	7.4
	419
	110
	0.055
	5.10
	0.417
	5.6
	0.055
	2.2
	+22
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	0.21
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	332
	27
	0.61
	352
	6.8
	362
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	2.90
	0.416
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	+3
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	0.60
	360
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	352
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	1.60
	0.423
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	-2
	0.766

	24.1
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	513
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	0.92
	359
	6.9
	335
	47
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	2.10
	0.420
	2.9
	0.057
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	-7
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	24.2
	0.13
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	791
	48.2
	0.84
	361
	6.9
	364
	37
	0.054
	1.60
	0.427
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	+1
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	24.3
	0.06
	541
	223
	25.6
	0.43
	346
	6.7
	335
	40
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	1.80
	0.404
	2.7
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	-3
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	0.02
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	0.30
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	37
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	0.34
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	2.0
	0.418
	1.9
	+8
	0.985

	25.2
	0.15
	1376
	29
	67.2
	0.02
	356
	6.8
	358
	33
	0.054
	1.50
	0.420
	2.5
	0.057
	2.0
	+0
	0.802

	26.1
	0.16
	753
	357
	36.3
	0.49
	351
	6.7
	382
	54
	0.054
	2.40
	0.418
	3.1
	0.056
	2.0
	+9
	0.635

	27.1
	0.04
	667
	253
	267
	0.39
	2469
	41
	2591
	6.2
	0.173
	0.37
	11.160
	2.0
	0.467
	2.0
	+5
	0.983

	27.2
	0.20
	766
	544
	37.7
	0.73
	358
	7.1
	366
	58
	0.054
	2.60
	0.424
	3.3
	0.057
	2.0
	+2
	0.621

	28.1
	0.16
	697
	412
	34
	0.61
	356
	6.8
	380
	51
	0.054
	2.30
	0.424
	3.0
	0.057
	2.0
	+7
	0.656

	29.1
	0.11
	487
	460
	23.8
	0.97
	356
	6.9
	326
	44
	0.053
	1.90
	0.414
	2.8
	0.057
	2.0
	-8
	0.722

	29.2
	0.43
	343
	210
	16.8
	0.63
	357
	7.1
	431
	98
	0.056
	4.40
	0.436
	4.9
	0.057
	2.0
	+21
	0.420

	30.1
	0.32
	537
	279
	26.3
	0.54
	357
	6.9
	341
	61
	0.053
	2.70
	0.418
	3.3
	0.057
	2.0
	-4
	0.597

	31.1
	0.29
	229
	60
	23.4
	0.27
	723
	14
	699
	57
	0.063
	2.70
	1.027
	3.4
	0.119
	2.0
	-3
	0.604

	32.1
	0.55
	279
	250
	13.2
	0.93
	344
	6.9
	341
	110
	0.053
	4.80
	0.403
	5.2
	0.055
	2.1
	-1
	0.399

	32.2
	0.38
	301
	204
	14.2
	0.70
	344
	6.9
	323
	90
	0.053
	4.00
	0.400
	4.5
	0.055
	2.1
	-6
	0.460

	33.1
	--
	380
	177
	18
	0.48
	347
	6.8
	257
	56
	0.051
	2.40
	0.391
	3.2
	0.055
	2.0
	-26
	0.641

	33.2
	0.06
	1617
	819
	78.4
	0.52
	354
	6.7
	353
	27
	0.054
	1.20
	0.417
	2.3
	0.056
	2.0
	-0
	0.857

	34.1
	0.21
	813
	453
	39.3
	0.58
	353
	6.8
	342
	46
	0.053
	2.00
	0.413
	2.8
	0.056
	2.0
	-3
	0.699

	35.1
	0.11
	808
	384
	38.4
	0.49
	346
	6.7
	356
	45
	0.054
	2.00
	0.408
	2.8
	0.055
	2.0
	+3
	0.702

	36.1
	0.03
	418
	133
	174
	0.33
	2552
	42
	2666
	15
	0.181
	0.92
	12.150
	2.2
	0.486
	2.0
	+4
	0.909

	36.2
	0.18
	437
	14
	34.4
	0.03
	565
	11
	604
	43
	0.060
	2.00
	0.758
	2.8
	0.092
	2.0
	+7
	0.712

	37.1
	0.32
	750
	348
	37.4
	0.48
	363
	7
	371
	77
	0.054
	3.40
	0.431
	4.0
	0.058
	2.0
	+2
	0.501

	38.1
	0.14
	240
	74
	87.2
	0.32
	2273
	38
	2560
	10
	0.170
	0.62
	9.920
	2.1
	0.423
	2.0
	+13
	0.955

	39.1
	0.52
	338
	228
	29.5
	0.70
	620
	12
	581
	60
	0.059
	2.80
	0.826
	3.4
	0.101
	2.0
	-6
	0.585

	39.2
	0.00
	7
	6
	0.618
	0.78
	606
	24
	851
	190
	0.067
	9.40
	0.917
	10
	0.099
	4.2
	+40
	0.405

	40.1
	0.35
	620
	266
	30.8
	0.44
	361
	7
	355
	66
	0.054
	2.90
	0.425
	3.5
	0.058
	2.0
	-2
	0.561

	41.1
	0.36
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	23.6
	0.69
	563
	11
	575
	84
	0.059
	3.80
	0.746
	4.3
	0.091
	2.0
	+2
	0.465

	41.2
	0.17
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	374
	38.9
	0.48
	354
	6.8
	344
	57
	0.053
	2.50
	0.415
	3.2
	0.056
	2.0
	-3
	0.620


